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TOM TAT

Hoa Hong (Rosa spp.) la mét loai hoa kiéng cé gid tri kinh té cao, da dang vé hinh théi, mau sac
hoa. Cay hoa Hong dugc st dung nhiéu & Viét Nam trong Iinh vuc trang tri, cong nghé dugc pham,
my phdm... Dac biét tai lang hoa Sa Béc (tinh Béng Thap), cdy hoa Hong dong mét vai trd quan
trong trong su phat trién kinh t& néng nghiép tai dia phuong. Do do, cac ki thuat trong va phat
trién giéng hoa H6ng Mai ngay cang dugc quan tam cdi tién theo hudng tang cudng bo suu tap
giéng tréng, da dang vé ching loai, dang thé, phuong thic bdo quan va hiéu qua kinh té. Trong
nghién ctu nay, ky thuat PCR-RAPD dugc ap dung trén 18 gibng hoa Hong Sa Béc, két qua phan
tich ghi nhan dugc téng cong 66 bang dién di, vai s luong bang da hinh dat 87,88% va 12,12%
bang don hinh. Théng qua so dé pha hé cac giéng hoa Hong dugc chia thanh 2 nhém chinh, vai
nhiéu phan nhom nho. Su tuong quan gilta nhing khac biét di truyén trong bd gen va mét sé chi
thi hinh thai hoc ciing dugc phan tich va thao luan. Nhiing két qua nay la co s& ban dau trong viéc
tim hiéu maoi quan hédi truyen gan 8 glong hoa Hong tai lang hoa Sa Béc, tién dé trong cong tac
suu tap, bao ton va phét trién ngudn gidng, cing nhu chon loc va thiét ké cac cap lai tiém nang

trong lai tao cac gibng hoa Hong mdi tai lang hoa Sa Déc.
Tu khoa: chi thi hinh thai hoc, da dang di truyén, hoa Hong, ky thuat PCR-RAPD

MG PAU

Hoa Hong thudc chi Rosa (ho Rosaceae) 1a mot loai
hoa kiéng v6i hoa dep, da dang vé mau sic, hinh thai
hoa va huong thom, dugc khai thac cht yéu dudi dang
cit canh hodc cay tréng chau . Cay thudc nhém than
g0, bui thdp hodc dang than leo lau nam, than ciy c6
nhiéu canh va gai dang cong. Ngay nay, viéc suu tip,
tuyén chon, lai tao, cing nhu 4p dung cic phuong
phép cai tién va phat trién cong nghé trong trot da
gitip ngudn gidng trong cdy hoa Hong kha da dang
chiing loai. Hon thé nita, cdy hoa Hong ciing dan dan
dugc xem nhu moét loai cdy cong nghiép va ngay cang
dugc quan tim dau tu phat trién nhdm ddp ung nhu
cdu cong nghé dugc phdm, my phdm bén canh khai
thac phuc vy trang tri?,

Ngudn goc cay hoa Hong dugc biét tii nhiing cay hoa
hoang dai tii hang ngan nim trudc véi khodng 200
loai hoang dai trén thé gi6i, cdc giéng hoa Hong phd
bién ngay nay la két qua ctia sy lai tao gitia cac giong
hoa Hong tli Trung Quéc, Chau Au va Trung Pong?>.
Hién nay, nudc ta cé rat nhiéu giéng hoa Hong ban
dia hodc du nhép tu rat lau va d4n dan da thudn hoda,
thich nghi vé6i diéu kién khi hau Viét Nam. Tu xua,
hoa Héng cht yéu dugc trong va phat trién t6t & cac
ving c6 khi hau véi nhiét d6 thdp nhu Da Lat, Ha

Noi, Sa Pa, Lai Chau,... Gan déy viéc trong hoa Hong

ngay cang phd bién va mé rong, dong mot vai trd quan
trong trong kinh t€ nong nghiép dia phuong, trong d6
lang hoa Sa Déc (tinh Déng Thap) 1a mot trong nhiing
dia phuong c6 nhiéu dau tu va ciing da dat dugc mot
s8 két qua quan trong trong cong tic phat trién cay
hoa Hong. Viéc phanloai cdy hoa Hong con kha nhiéu
tranh luén trong nhiéu thap ky qua va phu thudc vao
quan diém ctia cdc nha phén loai hoc thuc vét. Nhiéu
téc gid Chau Au da c6 ging xay dung khéa phan loai
cho cay hoa Hong dua trén hinh thai hoc, tuy nhién
¢6 nhiéu yéu t6 anh hudng nhu: sy khdc biét hinh
thdi do thich nghi véi moéi truong, han ché khu vuc
va s0 lugng mau. Do do, cho dén nay van chua c6
khoa phan loai thdng nhit cho cay hoa Héng?. Céng
tac dang ky va bao vé ban quyén gidng cay hoa Hong
thudng dugc thuc hién dya trén dac diém hinh thai
va mot s6 dic tinh sinh ly theo quy tic ctia Lién minh
Quédc té vé bao ho gidng cay trong méi®. Tuy nhién,
cac dic tinh chudn hoéa ctia UPOV cé thé sé thiéu
chuéin xdc khi s6 lugng cac gidng hoa Hong ngay cang
gia ting va su phén biét kiéu hinh gita cac giéng ngay
cang trs nén kho khin©.

Trong phan tich da dang di truyén & thuc vét
v6i cac chi thi phan t& nhu ISSR (Inter-Simple Se-
quence Repeat), RAPD (Random Amplified Polymor-

phic DNA)... ngay cang dugc st dung phdg bién, tu

Trich dén bai bdo nay: Anh N TK, Tudn L A, Dung C H, Hoang P N. Nghién citu da dang di truyén mét
s6 gidng hoa Hong (Rosa spp.) Sa Péc, Pong Thap bang ky thuat PCR-RAPD. Sci. Tech. Dev. J. - Nat.

Sci. 2024; 8(2):2920-2930.
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nhiing l¢i thé r6 rang ctia phuong phép so véi st dung
hinh thai hoc truyén théng vi ching gin lién vdéi vat
chat di truyén, 6n dinh qua cac giai doan phat trién
clia thuc vat, it bi anh hudng bdi yéu t6 méi trudng”.
Trong d6, RAPD la ky thuat nhan ban DNA hé gen
béng phén ting PCR véi cdc moi ngau nhién d€ danh
gid su da hinh DNA do su tdi sap xép hodc mét nu-
cleotide & vi tri bit moi®. PCR-RAPD da dugc st
dung nhim muc dich xac dinh m6i quan hé di truyén
gilia cdc giong trong trong cung loai véi s6 lugng bang
da hinh cao, két qua déng tin va c6 thé ting dung cho
céc loai khdc nhau véi cic méi chung dé thuc hién
ma khong cin biét trudc thong tin DNA®. Trén thé
gi6i, PCR-RAPD dugc dp dung tu rdt sém nhu chi
thi phan ta d€ xdc dinh da dang di truyén va phan

loai & cay hoa Héng'0-12

h13,14

, cac gibng hoa Hong cat
can , cing nhu nghién ctiu da dang di truyén
clia cic phan loai hoa Héng ban dia & Iran ', quin
thé hoa Hong thom Pelargonium !9, gitia cac loai hoa
Hoéng hoang dai (Rosa L. spp.)'7. Tuy nhién, tai Viét
Nam cac nghién ctiu vé gidng va phan tich méi quan
hé di truyén ctia cac giéng hoa Hong con it, dac biét
la khu vic mién Nam. Do d6, nghién ctiu nay dugc
thuc hién nhdm danh gia sy da dang di truyén cta
mot s6 gidng hoa Hong (Rosa spp.) & lang hoa Sa Déc
dua trén mot s6 biéu hién hinh théi va chi thi phén tu
PCR-RAPD.

VAT LIEU PHUONG PHAP

Vat liéu

St dung 18 giéng hoa Hong (Rosa spp.) dugc cung
cdp tli vuon suu tdp Cong ty TNHH DTC Phu Sa,
lang hoa Sa Béc (phuong Tan Quy Péng, thanh phé
Sa DPéc, tinh Dong Thép) va dugc trong trong chéu tai
vuon thuc nghiém Sinh ly thuyc vat, Khoa Sinh hoc -
Cong nghé sinh hoc, Trudng Pai hoc Khoa hoc Ty
nhién, PHQG-HCM (Béang 1).

Phan tich hinh thai

Céc dic diém hinh thédi gom dang than, phién 14, kiéu
dang hoa, duong kinh hoa (chiu ngang 16n nhat khi
hoa nd hoan toan) ctia 18 giong hoa Hong dugc chup
anh va phan tich '8. Mi phan tich dugc thuc hién lip
lai trén 5 mau ciy hoa Héng.

Tach chiét DNA bd gen

Céc mau 14 hoa Hong dugc c6 lap va bao quan 6 4°C,
DNA ctia méu 14 dugc téch chiét bd gen bing bo tach
chiét DNA thuc vét i-genomic (iNtRON Biotechnol-
ogy, Korea). DNA b0 gen dugc kiém tra tinh nguyén
ven thong qua dién di trén gel agarose; ham lugng, do
tinh sach DNA dugc xéc dinh bang cach do OD, sau

Bang 1: Tén va ki hiéu cia 18 giéng hoa Hong & Sa Déc

STT Tén giong Ki hiéu
1 Hong Ba Mau HBMA
2 Hong Chum Son HCSO
3 Hoéng Dai HDAI
4 Hong Lia HLUA
5 Hong Nhung HNHU
6 Hong Nit Hoang HNHO
7 Hong Nit Hoang Xanh HNHX
8 Hoéng Phép HPHB
9 Hong Phép Leo HPLE
10 Hong Thai HTHA
11 Hong Tiéu Mudi bo HTMD
12 Hoéng Tiéu Mudi Hong HTMH
13 Hong Tiéu Mudi Nhung HTMN
14 Hong Tiéu Mu¢i Trang HTMT
15 Hong Triing Do HTDO
16 Hong Triing Vang HTVA
17 Hong Tuong Vy HTVY
18 Ho6ng Vang HVAN

d6 cdc mau DNA dugc pha loang vé cing mét nong
d6 100 ng/ul va bdo quan ¢ 20°C dé thuyc hién phan
ung PCR-RAPD.

Phan tich da dang di truyén giiia 18 giéng
trong hoa Héng bang ky thuat PCR-RAPD
Sti dung 10 mo6i ngau nhién dugc Iya chon dé€ thuc
hién phan ting PCR-RAPD nhdm phén tich méi quan
hé di truyén gitta cic mau hoa Hong (Bang 2). Phan
tng khuéch dai thyc hién véi thé tich phan ting 25 uL:
2 uL méi (0,8 ng/uL), 12,5 uL toptaq master mix kit,
1 puL (100 ng/uL) DNA b gen, 9,5 L nudc. Thuc
hién phan tGing PCR véi chu ki nhiét: 94°C (3 phut),
40 chu ki tiép theo: 94°C (30 gidy), 34°C (30 gidy),
72°C (1 phit) va sau cting 72°C (10 phit); san phdm
PCR dugc nhan dang bang dién di trén gel agarose
sau khi nhudém ethidium bromide, véGi hién dién ctia
thang DNA 100 bp, du6i ngudn sang tt ngoai.

Phan tich két qua gel dién di va x¢ ly théng
ké

Két qua dién di sén phdm PCR- RAPD v6i cic moi
ngau nhién dugc stt dung d€ xac dinh cac phan doan
DNA da hinh va don hinh dya trén sy xuét hién ctia
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Bang 2: Trinh tu méi ngau nhién dugc sit dung cho phan tich PCR-RAPD

STT Moéi Trinh tu (5°-3’) Tai liéu tham khao

1 RAPD-1 CTGCTTCGAG Panwar va cong sy, 2015 12
2 RAPD-10 TGCCGAGCTG

3 RAPD-13 CCAGTCCCAA

4 RAPD-20 AGCCCCCAAG

5 RAPD-21 CTGCCACGAG

6 RAPD-24 TTTGGGCCCC

7 RAPD-26 TGCCGAGCTG

8 RAPD-7 AGCGCCATTG Mohapatra va Rout, 2006 '
9 RAPD-14 CCCGTTGCCT Henuka va cong sy, 20152°
10 RAPD-4 AGGTGACCGT Debener va cong su, 1996; Riaz

va cong sy, 2011; Panwar va cong
su, 2015 122122

cac bang dién di gitta cac miu nghién ctiu. Cac bing
xudt hién trén bang dién di dugc ghi nhan 1a 1, khong
xudt hién la 0 va 14p bang ma héa nhi phan cho toan
bo 18 giong hoa Hong, véi 10 primer.

Bang ma héa nhi phan dugc st dung dé€ x4y dung
ma trdn hé s6 tuong dong Jaccard bang phin mém
NTSYS-pc phién ban 2.1, chic ning SIMQUAL?3,
So do cay pha hé (dendrogram) dugc xay dung
theo phuong phdp UPGMA (Unweighted Pair-Group
Method with Arithmetical Averages) bidng phan mém
R, phién ban 4.12 véi cac géi thu vién “vegan” va
“phangorn” Phan tich toa d¢ chinh (PCoA) dugc

biéu dién bing phan mém GenAlEx phién ban 6.5%%.

KET QUA VA THAO LUAN

Pac diém hinh thai mét sé giong hoa Hong
SaDéc

Su da dang & cdy hoa Hong dugc ddnh gia dua trén
hinh déng ciy, mau sic va kich thuéc hoa'®. Trong
nghién cttu nay, 18 mau hoa Hong khéo st ghi nhén 2
dang hinh théi hoa gébm 12 miu dang hoa cum (mang
tit 2 dén 5 hoa trén ciing 1 truc mang hoa) va 6 mau
c6 dang hoa don (chi mang 1 hoa trén 1 truc mang
hoa) (Bang 3, Hinh 1). D&i v6i nhiing mau hoa Hong
mang cum hoa, thudng di kém la kich thuéc hoa nhd,
khong vugt qua 5 cm; nhiing mau hoa Hong mang
hoa don c6 kich thudc hoa thuong 16n hon 5 cm. Bén
canh d¢, kiéu déng than va dic diém ctia 1 cing dugc
stt dung trong phan loai cdc giéng hoa Hong '8, Trong
tu nhién, hoa Hong c6 cac dang than nhu: than bui,
than g6 va thin leo. Cic mau hoa Hong Sa Péc thudc
hai dang gom thén leo véi 3 mau (hong Dai, hong

Phép Leo va héng Tudng Vy), va 15 mau con lai thudc
nhoém than bui. Tit ca 18 mau hoa Hong déu mang
dang 14 kép 16ng chim moc cach, hinh dang 14 thuon
dai, la kép mang tii ba dén bay 14 chét. Khi phén tich
bé mit phién 14, thu dugc két qua: bé mit phién 14
nhédn (6 cd 2 mat ctia phién 14) dugc tim thiy & 17
mau hoa Hong, chi riéng miu hoa Hong Dai 1a mu
ludn ludén mang 7 14 chét trén 114 kép va bé mat phién
14 c6 sy hién dién nhiéu 16ng to & ca hai bé mit phién
la (Bang 3, Hinh 2).

Két qua tach chiét DNA b6 gen

DNA ctia 18 giéng hoa Hong thu dugc c6 nong do tu
111 ng/uL dén 247 ng/uL va ti 1é OD;6p/ODogg tu
1,73 dén 1,88. K&t qua tach chiét cho thdy mau DNA
thu dugc rét it bi nhiém protein va cac dai phéan tu
khdac. Su hién dién ctia cic dai bang DNA tach biét
trén ban dién di phén 4nh muc d¢ tinh khiét ctia bd
gen dugc phén lap va nguén DNA nay c6 thé sin sang
cho céc phan tng PCR (Hinh 3). Nong d9, d6 tinh
sach ctia mau DNA thu dugc tuong tu nhu cic nghién
ctiu trudce trén cay hoa Hong va phu hgp dé thuc hién
cac phan ting PCR-RAPD !%121315 (Bang 4).

Phan tich da dang di truyén dua trén chi thi
PCR-RAPD

Cac nghién ctu vé da hinh DNA c6 y nghia rat
quan trong trong cong tic nhéin gidng ciy trong vi
chung mang lai cdi nhin siu sic hon vé su da dang di
truyén >, Két qua phén tich dién di san phdm DNA tit
PCR-RAPD ctia 18 méu hoa Hong ghi nhén ca 10 méi
RAPD déu cho céc bing da hinh, tdng cong c6 66 bang
dién di, trong d6 c6 58 bang da hinh, dat 87,88% va 8
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Hinh 1: Cac dang hoa trén cing mét cuéng & hoa Hong: (A) hoa don (héng Lua), (B) cum hoa (héng Chum Son).

Hinh 2: Bé mat |a cla hoa HoNng: (A) mat Ia nhdn (héng Nhung), (B) mat | c6 16ng to (héng Dai), mat trén 14 (1) va
mat dudi la (2).
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Bang 3: Mét s8 dac tinh hinh thai ciia 18 mau hoa Héng Sa Péc

STT Tén giong Kiéu than Phién la Dang hoa buong  kinh
hoa
Leo Bui Nhén Long Don Cum Lén Nho
to
1  HoéngBa Mau X X X X
2 Hoéng Chum Son X X X
3  HongDai X X
4  HongLua X X X X
5  Hong Nhung X X X X
6  Hong Ni Hoang X X X X
7  Hong Nit Hoang Xanh X X X X
8  HongPhap X X X X
9  Hoéng Phap Leo X X X X
10 Hong Théi X X X X
11  Hoéng Tiéu Muoi bo X X X X
12 Hoéng Tiéu Mudi Hong X X X X
13 Hoéng Tiéu Mudi Nhung X X X X
14 Hoéng Tiéu Muoi Tring X X X X
15 Hoéng Triing Do X X X X
16 Hong Triing Vang X X X X
17 Hoéng Tudng Vy X X X X
18 Hong Vang X X X X

3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18
-da 2.2 AR A B R R R"BR B N | -

i
Fa
-y
.
-
-
£2 3
-
-»

Hinh 3: Bién di d6 phan tich DNA hé gen. M: thang chudn DNA 1 kb; 1-18: Cac m&u DNA t6ng s6 tach tu la cay
hoa Hong, theo tha tu mau nghién cdu.
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Bang 4: Néng dé va chat lugng DNA trich tir 14 ciia 18 gidng hoa Héng

TT Tén giong

1 Hong Ba Mau

2 Hong Chum Son

3 Hoéng Dai

4 Hong Liia

5 Hong Nhung

6 Hong Niit Hoang

7 Hong Nit Hoang Xanh
8 Hoéng Phép

9 Hong Phép Leo

10 Hong Thai

11 Hong Tiéu Mudi bo

12 Hoéng Tiéu Mu6i D6 Nhung
13 Hong Tiéu Mudi Hong
14 Hong Tiéu Mu6i Trang
15 Hoéng Tiéu Mudi Vang
16 Hong Triing Do

17 Hong Tuong Vy

18 Hong Vang

OD 260/280 Nong d6 DNA (ng/uL)
1,73 122
1,85 161
1,84 193
1,76 142
1,76 163
1,75 222
1,85 178
1,76 112
1,85 133
1,88 182
1,75 111
1,87 134
1,79 125
1,76 127
1,75 127
1,78 155
1,83 247
1,85 118

bang don hinh, dat 12,12%. S6 lugng bing trén tiing
kiéu gen bién thién tit 5 bang (mdi RAPD-1va RAPD-
4), va moéi cho nhiéu bing nhit la 8 baing (RAPD-14),
6 lugng bing trung binh trén moi kiéu gen la 6,6.
Kich thuéc bang 1én nhit khoang 2000 bp va nho nhat
khodng 200 bp (Hinh 4).

Phén tich hé s6 tuong dong Jaccard ctia 18 mau khao
nghiém ghi nhan hé s6 nay nam trong khoang ti 0,28
dén 0,72 hay noi cach khéc sy khac biét di truyén gitia
cac giéng hoa Hong trong khoang 28 - 72 % (Bang 5).
Phuong phap UPGMA dugc st dung d€ phan nhém
cac giong hoa Hong theo su tuong quan di truyén gitia
cdc giong v6i nhau. Phén tich so d6 cay pha hé, 18
giong hoa Hong tai Sa Déc trong nghién citu nay dugc
phén chialam 2 nhém, trong d6 chi Hong Triing Vang
(HTVA) 6 nhdm I ¢6 bo gen khac biét véi 17 gidng con
lai trong nghién ctiu nay (nhom II). Két quéa nay cho
thay tiém nang ting dung cac chi thi phén tii trong viéc
xdc dinh gidng ban dia hodc ngudn gen la du nhép vao
dia phuong va dugc béo ton cho dén thoi diém nay.
Nhoém II dugc chia thanh 2 nhém véi 4 nhém nhé va
nhiéu phén nhanh. Nhém II.1, ngoai trit Hong Dai
(HDALI) khong c6 phat hoa tai Sa Béc, da s6 cac giong
hoa Héng véi dac trung dang hoa cum, dudng kinh

hoa nhoé hon 5 cm, da s6 1a dang than bui, riéng HPLE
va HDAI thudc dang thin leo. Nhém nay gém hai
nhém: IL.1A, gém 3 giong HDAI, HTMD va HTMH;
hoa Héng dai (HDAI) c6 dang than leo va nhiéu 16ng
to trén phién 14, con lai HTMD va HTMH c6 hinh
thai hoan toan giéng nhau ngoai trit hoa mau do6 hodc
mau hong. Véi ky thuét phan tich, HTMD va HTMH
(Hong tiéu mudi do va Hong ti€u mudi hong) cé su
khac biét di truyén khong dédng ké, mtic do tuong
dong dat t6i 72%, cao nhét trong tit ca cic giéng hoa
Hong trong khao ctiu nay. V6i nhém I1.1B v6i 4 gidng
bao gom HCSO, HTMT, HPLE va HTMN, vé€ co ban
cac gibng 6 nhom nay c¢é dang hoa cum, than bui,
duong kinh hoa nhd, ngoai trit HPLE c6 dang than leo
va dudng kinh hoa 16n; Hong tiéu muoi tring va tiéu
mudi nhung trong nhém nay mac du ¢6 hinh thai ciy
rit giéng nhau nhung van thudc vé€ hai nhanh khac
biét. Nhom I1.2, vé6i 10 giong chia thanh 2 nhém nho:
I1.2A vé6i 4 giong bao gom HLUA, HTHA, HNHX va
HTVY v6i hé s6 tuong dong khoang 42 - 45%; nhém
I1.2B véi 6 giong Hong con lai c6 hé s6 tuong dong
khoang 50 - 54% (bang 5, Hinh 5). V& hinh thai, c6
9 trong 10 giéng nay dang than bui, ngoai trit Tudng
vy (HTVY) dang than leo, hoa dang cum va dudng
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Hinh 4: Dién di d6 trén gel agarose 1,5% san pham cac phan ting PCR-RAPD vGi méi RAPD-26 trén 18 mau hoa
Hoéng Sa Péc. M: Khéi lugng thang chudn DNA 1 kb; 1-18: San phdm PCR-RAPD céc mau hoa Héng, theo thi tu

mau nghién ctu.

kinh 16n; c6 6 giong c6 hoa dang don, dudng kinh hoa
16n va 3 giong c6 dang hoa cum, dusng kinh hoa nho
(HBMA, HPHB va HTDO). Theo Mirzaei va cng su
(2015), cdu truc di truyén cta quén thé thuc vat phan
anh sy tuong tac clia cac qud trinh khac nhau bao gobm
lich st tién hoa lau dai ctia loai, sy thay d6i trong phéan
b&, phan manh moi trudng séng, cach ly quan thé, dot
bién, hé théng giao phdi, chon loc ty nhién... Sy khac
biét vé dia Iy va sinh thdi 1a nguyén nhan phd bién
trong phin bé da dang di truyén trong quan thé2°.
Trong nghién ctiu nay, su da dang di truyén ctia 18
giong hoa Hong tai Sa Déc dugc thé hién 16 qua so d6
pha hé véi sy phan cum thanh nhiéu nhém nho. Sy
da dang vé ngudn goc di truyén cua giéng Hong dugc
khao sit thé€ hién qua chi s6 khoang cach di truyén sé
la nhiing co s& khoa hoc buéc d4u cho cong tac chon,
lai tao va bdo ton cac giéng hoa Hong tai dia phuong.
Dé tim hiéu sy da dang di truyén gitta 18 giéng hoa
Hong, phan tich toa d¢ chinh (PCoA) dua trén dii liéu
hé s6 khac biét di truyén Jaccard dugc thuc hién. Két
qua cho théy ba truc toa d¢ chinh d4u tién giai thich
téng cong 59,73% tdng phuong sai hé s6 khéc biét di
truyén, tuong ung truc 1 = 46,69%, truc 2 = 7,32%
va truc 3 = 5,72%. Su phéin bé cta cdc kiéu gen qua
phén tich PCoA hai chiéu cho két qua tuong tu so d6
cay pha hé giiia 18 giong hoa Hong quan sat (Hinh 6).
Su phén b4 rdi rac gitia cdc diém mau trén biéu do
phén tich toa d6 chinh mot 1an niia x4c thyc tinh da
hinh ctia cac giéng hoa Hong Sa Déc trong nghién ctiu
nay thong qua phan tng PCR-RAPD. Su da dang di
truyén gitia cac giong hoa Hong dugc khao sat c6 y
nghia quan trong trong viéc chon loc va thiét ké cac
cap lai d€ tao cic giong hoa Hong mdi trong tuong
lai.

KET LUAN

Trong nghién cdu nay, phan tich mé6i quan hé di
truyén théng qua cac dic diém hinh thai thyc vat va
chi thi phén tit PCR-RAPD ctia 18 giong hoa Hong Sa
DPéc da dugc thuc hién. DNA bo gen ctia toan bo cic
giéng hoa Hong khao sit dugc phin lap dam bao tinh
nguyén ven va c6 do tinh khiét cao. Ky thuat PCR-
RAPD phit hgp d€ st dung trong ddnh gia di truyén &
céc giong hoa Hong Sa Péc vdi s6 lugng biang da hinh
cao. Thong qua hé s6 tuong quan di truyén Jaccard
két hgp so do ciy pha hé theo phuong phap UPGMA
va két qua phén tich biéu hién hinh thai cho thdy 18
giong hoa Hong Sa Péc dugc chia lam 2 nhém chinh
va nhiéu phin nhém nho, trong d6 HTVA c6 bo gen
khdc biét so v6i 17 gidng con lai trong nghién ctiu nay.
Cong b6 nay 1a nghién ctiu dau tién vé moi quan hé di
truyén gitia cac giong hoa Hong tai lang hoa Sa Péc,
két qua nay co y nghia ddc biét trong cong tac bao tén
va phat trién nguén gidng trong tién téi thiét ké cac
cdp lai nham c6 thé tao giong lai méi gép phén cong
tac phuc trang gidng hoa Hong trong thdi gian téi tai
tinh Dong thap.

LO1 CAM ON

Nghién ctiu dugc tai trg bai Truong Pai hoc Khoa hoc
Tu nhién, PHQG-HCM trong khuon khé dé tai co s¢
v6i ma s6 T2021-17. Nhom tac gia cam on Cong ty
TNHH DTC Phu Sa (phuong Tan Quy Pong, thanh
pho Sa Déc, tinh Pong Thép) da hé trg nguodn vat liéu
va tao diéu kién thuan lgi d€ thuc hién nghién ctu

nay.
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Hinh 5: So d6 cay pha hé thé hién méi quan hé di truyén gitia 18 giéng hoa Hong Sa Béc
Phén tich truc toa dd chinh ciia 18 giéng hoa Hong Sa Déc
¢HTVA, yprE
+ HBMA
- + HTMN
ok + HCSO
L=
g & HTMT e ¢ HNHO
o . AN
E o HpHE’ 1100
+ HNHU
& HDAT 4 HNHX
o pmvp ¢ HIMH
# HTVY + HTHA

Truc toa dd 1

Hinh 6: Biéu d6 phan tich toa d6 chinh dua trén ma tran hé sé tuang déng cda 18 giéng hoa Héng

DANH MUC CAC TU VIET TAT

NTSYS: Numerical Taxonomy and Multivariate

Analysis System

XUNG POT LOI iCH

Céc tac gid dong y khong cé bét ki xung dot loi ich

nao lién quan dén cic két qua da céng bo.

PCoA: Principal Coordinate Analysis

PCR : Polymerase Chain Reaction
RADP : Random Amplified Polymorphic DNA

UPGMA: Unweighted Pair-Group Method with

Arithmetical Averages

UPOV: International Union for the Protection of New

Varieties of Plants

PONG GOP CUA CAC TAC GIA

Y tudng: Phan Ngd Hoang. Thuc hién cac thi nghiém:
Nguyén Thi Kim Anh va Cao Hitu Dung. Xt ly dii liéu
va viét ban thao: Lé Anh Tudn va Nguyén Thi Kim
Anh. Théo luén, cdp nhat hoan chinh ban thdo: Phan
Ng6 Hoang.
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TiNH KHA DUNG CUA DU LIEU

Céc di liéu tho, hinh anh, bang két qua dugc tao va
phén tich trong nghién ctiu nay c6 sin ti tic gia lién
hé d6i véi cac yéu cdu hop ly.
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ABSTRACT

Roses (Rosa spp.) are highly valuable ornamental plants known for their diverse flower shapes and
colors. Rose plants are widely used in Vietnam for decoration, essential oil production, and the cos-
metics industry. In Sa Dec Flower Village (Dong Thap province), the Roses plant plays a crucial role
in the agricultural economy development. Therefore, techniques for cultivating and developing
new varieties of Roses are increasingly emphasized, focusing on diversification to increase the col-
lection of varieties, diversify types and species, preserve forms, and enhance economic efficiency.
In this study, PCR-RAPD technique was used on 18 Sa Dec's rose varieties, resulting in a total of 66
polymorphic bands, with 87.88% being polymorphic and 12.12% monomorphic. The dendrogram
analysis revealed that the 18 rose varieties from Sa Dec could be divided into two main groups
with several smaller subgroups. The correlation between genetic variations in the genome and
morphological markers of the 18 rose varieties was analyzed and discussed. The results lay the ini-
tial background for understanding the genetic relationships among 18 rose varieties from Sa Dec
Flower Village, which could serve as a foundation for collecting, preserving, and developing ge-
netic resources, as well as selecting and designing hybrid pairs to create new rose varieties in Sa
Dec Flower Village.

Key words: genetic diversity, morphological characteristics, PCR-RAPD, roses
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	Phân tích kết quả gel điện di và xử  lý thống kê

	KẾT QUẢ VÀ THẢO LUẬN
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